, related to Figures 1,2: NDRs are generally better-maintained over sequence from K. lactis than over D. hansenii sequence.
(E) ChIP-Seq was carried out for TFIIB in the YAC-bearing strains. TSS-aligned data are shown for all S. cerevisiae genes in each strain, or for all YAC-based genes for either K. lactis or D. hansenii. TFIIB ChIP could not be carried out for the other organisms due to the limited cross-reactivity of our antibody. Note that foreign promoters continue to recruit TFIIB in S. cerevisiae, but that for both organisms TFIIB exhibits worse localization in the YAC than expected, due to divergence of regulatory information between species. This is especially true for D. hansenii. Table S1, 
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